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Supports core FAANG aims of data openness, reusability, and standardisation to 
create a harmonised rich genome to phenome resource.

• Ensuring data is richly described, available and searchable.
• Ensuring data is consistently reported and presented.
• Facilitating standardisation of formats, protocols and analysis methods.
• Facilitating data openness, reusability and cross-project analysis.

Funded by EU EuroFAANG projects, but serving the global FAANG community.

Data Coordination Centre at EMBL-EBI



What makes FAANG datasets special
• Rich, consistent and validated metadata descriptions.
• Standardised set of core assays from each contributing project.
• Mandatory sampling, experiment and analysis protocols connected to each dataset and 

available with the datasets for download.
• Projects using standardised analysis pipelines, often now attached to each dataset.
• A data platform and community drive that ensures data is open and FAIR.
• Innovative data presentation and contextual genome visualisation. 

To accelerate genome to phenome research Photo: CODATA



FAANGs standardised datasets

FAANG dataset

Rich, validated 
metadata

Detailed sampling and 
analysis protocols

Analysis pipeline 
and parameters

Secondary analyses, 
track hubs and 
annotations Legacy contextual datasets

Publications



The FAANG Data Portal
• A single access point to all 

FAANG metadata, data, 
pipelines and publications.

• Direct access to download data 
from underlying public archives.

• Automatically identifies dataset 
(re)use in publications, and links 
publications to datasets.

• Intuitive search and filtering.
• Data visualisation and cross 

referencing.
https://data.faang.org/



Validation and brokered submission
• Rich and detailed metadata rulesets.

• All FAANG data goes through pre-
submission validation, that ensures 
rich data descriptions.

• Validation service not only highlights 
errors, it suggests improvements such 
as more specific ontologies.

• Brokered submission to underlying 
archives simplifies multi-archive 
submission for users.

• Can now also submit track hubs and 
Nextflow pipeline configuration files.

https://data.faang.org/validation/samples



Project Specific Pages
• Specific customised sub project 

views.
• Automatically displays just that 

projects data, pipelines, 
publications, metadata and track 
hubs.

• Can be further customised with 
project descriptions, figures, 
specific table views etc.

• Request one for your FAANG 
project.

https://data.faang.org/projects



Community sourced Ontology improvement tool
• Ontology descriptions frequently not 

appropriate for animal agriculture.
• New data portal tool allows users to 

flag ontologies that need improvement 
and collectively work and vote on 
changes.

• Authenticated and tracks provenance.
• Updates are forwarded to underlying 

ontologies.
• Look out for virtual workshops later in 

2023 to train on using tool and 
kickstart collaborative improvement

https://data.faang.org/ontology



Track Hub submission
• New FAANG brokered 

submission, 
validation, storage 
and presentation of 
community genomic 
track hubs.

• Tracks are 
automatically linked to 
relevant data and
connections shown in 
the FAANG Data 
portal to view in 
Genome browsers.



Track hub viewer

• New track hub genome browser embedded in FAANG Data Portal.
• Based on IGV browser, providing powerful visual interaction.
• Highly customisable viewer to present your project track hubs.
• Select your reference of choice, setup multi track views, and incorperate Ensembl 

annotations.



Track hub viewer
• Will soon allow launch from FAANG project 

pages to track hub views you preselect.
• Solution for track hubs that were not working as 

desired in current genome browser technology 
(Ensembl and UCSC).

• May be replaced by Ensembl widget browser in 
the future.

• In beta, further improvements planned.



Future EuroFAANG infrastructure
• The FAANG DCC and Data Portal is a key 

component of the future EuroFAANG 
infrastructure.

• Will provide the common data structure and 
data access for the future infrastructure.

• Expanding DCC and portal to support new 
breeding, phenotyping, biobanking, genome 
editing and genomic technologies.

• Supporting transnational access to 
infrastructure and expertise through integrated 
web portal .

• Retain a global focus and connection.



metaFAIR task force

Sign up at 
www.faang.org



EMBL Virtual Ensembl training courses

faang-dcc@ebi.ac.uk

31st Jan – 1st Feb

17th Apr – 18th Apr



Summary
• Request a FAANG Data Portal specific 

customised page for your project.
• Assist the community in improving animal 

agriculture ontology descriptions with the 
new improvement tools (attend the 
workshops).

• Utilise the new track hub submission and 
visualisation tools to increase the usability 
and impact of your FAANG results/papers.

• Sign up to the metaFAIR task force and/or 
share your DCC needs with us at:      
faang-dcc@ebi.ac.uk.
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